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exberime estimations Playioge! 16:F) Plot One Feature @ 4 X
LEIETET, Taxon on data 13 and data 12
abundances
EERTTM 15: D) Plot Cladogram @ & X
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RNA =244 RNA e oo0% 11 lefse input.tabular @ 4 %
% s -
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R LESE - — = — .
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Input file format Olul ? Y ™
The text tab-delimited input file consists of a list of numerical features, the dass vector and optionally the subdlass and subject vectors, The features can be _
read counts directly or abundance floating-point values more generally, and the first field is the name of the feature. Class, subclass and subject vectors class M
< have a name (the first field) and a list of nan-numerical strings. - > -

THERIIENTB—TUPE RiboBio Galaxy £ LEfSe #1701, AEARATRAETINXY RiboBio
Galaxy J:E’\] LEfSe RBREERMTIRE, AL REMETNENZHERE, NETHIFASIESEEX
TIE AR

REDPFERRGIFIE: hmp_aerobiosis_small.tabular

A. Format Data for LEfSe

£—F, LEHE.

mii Galaxy WEBT A= "SRENEHE" — "BIELE" - "REXRMEBXHE" -

hmp_aerobiosis_small.tabular — 1% & Type: tabular — "HFIR",
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Size Type Settings Status
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A) Format Data for LEfSe (Galaxy Version 1.0) 7 Favorite — Dzt

Upload a tabular file of relative abundances and class labels (possibly also subclass and subjects labels) for LEfSe - See samples below
- Please use Galaxy Get-Data/Upload-File. Use File-Type = tabular

O & O 1: hmp_aercbiosis_small.tabular - =
Select whether the vectors (features and meta-data information) are listed in rows or columns

Select which row to use as class

#1:omygen_availability -

Select which row to use as subclass
Z2:body_site A

Select which row to use as subject

Per-sample normalization of the sum of the values to 1M (recommended when very low values are present)

k=) cCED%
o Executed A) Format Data for LEfSe and successfully added 1 job to the queus.
BEFUES [x}

The tool uses this input:

LEfSe 51T

» 1: hmp_aerobiosis_small.tabular

2 shown

It produces this output: 101 MB ¥ e

# 2: A) Format Data for LEfSe on data 1

You can check the status of queued jobs and view the resulting data by refreshing the History panel. When the job has been run the status will change 2 A) Format Data for LE | ® & X

from "running’ to finished' if completed successfully or ‘error’ if problems were encountered. fSe on data 1
63,585 lines
&7l lefse_internal_for, ZHEE: 7
Li JEal 4 »e
(dp8
5'class_sl'
p1
(dp2
5'Hid_02'

1: hmp_aerobiosis_small. @ ¢ %
tabular

|m
hid
OH
g

B=F

b

FE7M, EAMBEETUERERNER "2: A) Format Data for LEfSe on data 1",
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Show all | Save EFIES [}

(dp8 LEfSe 5t
5°'class_sl' 2 shown
pl
(a2 191 MB ve®
5'Mid_02'

3
?]48 2: A) Format Data for LE @ #* X
I5s fSe ondatal
tpd 63,685 lines
55" Low_02" &30 lefse_internal_for, 2HEE: 7

5 C
° L1 JEs il »e
(138
I48 (dp@
- S'clazz_s1°
58 "High_02' el
o7 (452
(10 shid_02°
I3e
tps 1: hmp_aerobiosis_small. @& # %

tabular

zs5'class_hierarchy’

B. LDA Effect Size (LEfSe)

B, REHE, RESH.

=i Galaxy 7 LEfSe £#7 T8 "B) LDA Effect Size (LEfSe)", %% A MEREIE, 8BS HUT.

B) LDA Effect Size (LEfSe) (Galaxy Version 1.0) % Favorite
Select data
b & O 2: A) Format Data for LEfSe on data 1 v B

Alpha value for the factorial Kruskal-Wallis test among classes
0.05
Alpha value for the pairwise Wilcoxon test between subclasses
0.05
Threshold on the logarithmic LDA score for discriminative features
2.0
Do you want the pairwise comparisons among subclasses to be performed only among the subclasses with the same name?
Mo -
Set the strategy for multi-class analysis

All-against-all (more strict) hd
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